HOTAIR expression was analyzed by qRT-PCR in dermal fibroblasts (n = 9; the exact anatomic location is unknown) and in MSCs from bone marrow (n = 3; from caput femoris). There was variation between different fibroblast preparations -which may partly be attributed due to different anatomic locations (Rinn et al., 2007) but HOTAIR expression was overall higher in MSCs.
Suppl. Fig. S4 . Gene set variation analysis of differentially expressed genes. Gene set variation analysis (GSVA) was performed on gene expression data of overexpression and knockdown experiments. The results revealed highly significant and complementary enrichment of differentially expressed genes in categories associated with PRC2 (A) and female cancer (B). To estimate how reproducible DNAm changes were in individual biological replica we performed a scatter plot analysis for HOTAIR overexpression (upper panels) and HOTAIR knockdown (lower panels) for each individual donor sample. CpGs that reached a threshold of 10% difference in mean DNAm level are highlighted in green and red, respectively (these CpGs correspond to Figure 4E and Figure 4F ).
Suppl. Fig. S7. Enrichment of differentially methylated CpGs in gene regions.
The CpG sites with more than 10% DNAm changes (as indicated in Figure 4E ,F) were classified in relation to the 
Suppl. Fig. S10. Triplex formation is more efficient at higher temperatures. (A)
Following formation of dsDNA the hybridization with specific RNA was performed at different temperatures as indicated. A mobility shift that indicates triplex formation was also observed at 50°C and 40°C -but less pronounced. This might be due to more efficient opening of the RNA secondary structure at higher temperatures or very slow kinetics of triplex formation. (B) Thermal denaturation of dsDNA. To check if the melting points of the double strands are really above 60°C we performed thermal denaturation experiments with UV detection at 260 nm. dsDNA (PCDH7 or HOXB2) were heated in hybridization buffer with a linear temperature gradient from 50 to 90°C with 0.5°C/min and back to 50°C with 0.5°C/min. Melting points of PCDH7 and HOXB2 are around 79°C and 74°C, respectively.
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Suppl. Tab. S1. DNAm in cancer at CpG sites that are changed in MSCs upon HOTAIR overexpression
This table shows differences in DNAm levels at CpGs that are either hyper-or hypomethylated upon HOTAIR overexpression (930 and 708 CpGs, respectively) in 18 different types of cancer. Due to tissue-specific differences we directly compared beta values of case (tumor patients) and control (healthy individuals) samples. All of these DNAm profiles were retrieved from The Cancer Genome Atlas portal (TCGA; https://tcga-data.nci.nih.gov/tcga/). The table includes the mean and standard deviation values for case and control groups, number of individuals for case and control groups and adjusted p-values. 
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